Phenotypic and genetic characteristics associated with Listeria monocytogenes food chain isolates displaying enhanced and diminished cold tolerance by Hingston, P. et al.
  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
  
General rights 
Copyright and moral rights for the publications made accessible in the public portal are retained by the authors and/or other copyright owners 
and it is a condition of accessing publications that users recognise and abide by the legal requirements associated with these rights. 
 
• Users may download and print one copy of any publication from the public portal for the purpose of private study or research. 
• You may not further distribute the material or use it for any profit-making activity or commercial gain 
• You may freely distribute the URL identifying the publication in the public portal  
 
If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately 
and investigate your claim. 
   
 
Downloaded from orbit.dtu.dk on: Dec 18, 2017
Phenotypic and genetic characteristics associated with Listeria monocytogenes food
chain isolates displaying enhanced and diminished cold tolerance
Hingston, P.; Chen , J.; Laing, C.; Gannon, V. ; Dhillon, B. ; Brinkman, F. ; Hansen, Lisbeth Truelstrup;
Wang, S. ; Tasara, T. ; Allen, K.
Publication date:
2016
Document Version
Publisher's PDF, also known as Version of record
Link back to DTU Orbit
Citation (APA):
Hingston, P., Chen , J., Laing, C., Gannon, V., Dhillon, B., Brinkman, F., ... Allen, K. (2016). Phenotypic and
genetic characteristics associated with Listeria monocytogenes food chain isolates displaying enhanced and
diminished cold tolerance. Abstract from FoodMicro 2016 – 25th International ICFMH Symposium, Dublin,
Ireland.
Poster Abstracts
19-22 July 2016 | Dublin, Ireland 297
Fo
od
 M
ic
ro
bi
ol
og
y
Abstract Key: OR Oral | PO Poster | PO1 Posters displayed on Wednesday 20th July | PO2 Posters displayed on Thursday 21st July
Food Microbiology & Human Health
PO2-FS-068
PHENOTYPIC AND GENETIC CHARACTERISTICS ASSOCIATED WITH LISTERIA MONOCYTOGENES 
FOOD CHAIN ISOLATES DISPLAYING ENHANCED AND DIMINISHED COLD TOLERANCE
P. Hingston 1,*, J. Chen 1, C. Laing 2, V. Gannon 2, B. Dhillon 3, F. Brinkman 3, L. Truelstrup Hansen 4, S. Wang 1, 
T. Tasara 5, K. Allen 1
1Food, Nutrition and Health, University of British Columbia, Vancouver, 2Laboratory for Foodborne 
Zoonoses, Public Health Agency of Canada, Lethbridge, 3Department of Molecular Biology and 
Biochemistry, Simon Fraser University, Burnaby, Canada, 4Microbial Food Safety and Environmental 
Hygiene, Technical University of Denmark, Søborg, Denmark, 5Institute for Food Safety and Hygiene, 
University of Zurich, Zurich, Switzerland
Abstract Content: The potentially fatal human pathogen Listeria monocytogenes (Lm) is most recognized 
for its ability to contaminate foods and grow during refrigerated storage. Given the importance of preventing 
Lm from reaching dangerous levels in food, little is known about the genetic and physiological differences 
between strains with varied cold tolerance. The objective of this study was to determine if Lm isolates 
with enhanced cold tolerance, exhibit other high risk characteristics that may add to their survival and/
or pathogenicity. To accomplish this, 166 predominantly food/food plant Lm isolates were tested in brain 
heart infusion broth, for their ability to tolerate cold (4°C), salt (6% NaCl, 25°C), acid (pH 5, 25°C), and 
desiccation (33% RH, 20°C) stress. Isolates were considered tolerant or sensitive if they exhibited survival 
characteristics > or < than the mean±1SD. Remaining isolates were classified as intermediate. Draft whole 
genome sequencing was performed to elucidate potential genotype/phenotype correlations. Evidence for 
several overlapping geno- and phenotypes were observed. Notably, isolates with a wildtype invasion gene, 
inlA (n=119), had faster (p=<0.000) growth rates at 4°C than strains with a truncated version (n=47). 
Cold tolerant isolates were more likely to be tolerant to the other three stresses than intermediate and cold 
sensitive isolates. Similarly, cold sensitive isolates were more likely to be sensitive to the other stresses. 
Cold tolerant isolates had shorter (p=0.012) lag phases in salt than cold sensitive isolates, and a positive 
correlation (p=0.002, r=0.239) existed between growth rates of isolates under salt and acid stress. A 
whole genome single-nucleotide-variants (SNVs) phylogeny revealed closely related cold tolerant and 
sensitive isolates, suggesting that minor genetic differences (ie. SNVs), are likely responsible for phenotypic 
differences. This study highlights that Lm isolates displaying high risk factors exist in food processing 
environments, and emphasizes a need for more research regarding the evolution of these strains. 
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